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The Gram-negative Cell Wall
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Architecture of the Gram-negative Cell Wall
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Schematic Structure of Lipopolysaccharides (LPS)
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Core region

1% Acetic acid, 100°C, 90 min.
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1. Ethanol
2. Aceton
3. Diethylether

Extraction:

Hot Phenol/Water (S-form LPS) or
Phenol/Chloroform/Light Petroleum (R-Form LPS)
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Purification: Ultracentrifugation, RNase, DNase, Proteinase K

First Characterization: SDS-PAGE, MALDI-TOF- or FT-ICR-MS

Compositional Analysis: Neutral and Amino Sugars, Uronic Acids,
Kdo, Phosphate, Fatty Acids
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MS of E.coli Re-LPS (HL105)
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Lipid A of Escherichia coli

2.0.1 M HCI
0 2 3. NaBH,
Ho— >0
H 0
OH

4. Abs. N,H,

1.0.1 M NaOH

5. N-Acetylation, methylation, GC/MS.
6. 90% Formic acid/0.25 N H,SO,, NaBH,, acetylation, GC/MS
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Lipid A — Mild hydrazinolysis — 4 M KOH, 120°C, 18 h
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The Core Region of the LPS from E. coli K-12
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'H NMR Spectra of Synthetic and Isolated
Acetylated L-a-D-Hepp-(1-6)-a,3-D-Glcp
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The Core Region of the LPS from E. coli K-12
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LPS — Mild hydrazinolysis — 4 M KOH, 120°C, 18 h
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The Core Region of the LPS from E. coli K-12
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